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3 <110> APPLICANT: Matsumoto et al. 

5 <120> TITLE OF INVENTION: NOVEL GUANOSINE TRIPHOSPHATE -BINDING PROTEIN- COUPLED 
RECEPTORS AND GENES 

6 THEREOF/ AND PRODUCTION AND USES THEREOF 
8 <130> FILE REFERENCE: 62514 

C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/088,726 
C--> 11 <141> CURRENT FILING DATE: 2002-03-22 

13 <150> PRIOR APPLICATION NUMBER: PCT/JP0O/09408 

14 <151> PRIOR FILING DATE: 2000-12-28 

16 <150> PRIOR APPLICATION NUMBER: JP 1999-375152 

17 <151> PRIOR FILING DATE: 1999-12-28 

19 <150> PRIOR APPLICATION NUMBER: JP 2000-101339 

20 <151> PRIOR FILING DATE: 2000-03-31 
22 <160> NUMBER OF SEQ ID NOS : 63 

24 <170> SOFTWARE: Patentln Ver. 2.1 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 371 

29 <212> TYPE: PRT 

30 <213> ORGANISM: Homo sapiens 
32 <400> SEQUENCE: 1 
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260 










OCR 
Z 0 J 










OTA 
2/0 






7 97 
J Z / 


Arg 


Lys 


Arg 


Leu 


Arg 


Cys 


Arg 


Arg 


Lys 


Thr 


Val 


Leu 


Val 


Leu 


Met 


Cys 


j Z O 






275 










zo U 










ZOO 








7 7 n 


lie 


Leu 


Thr 


Ala 


Tyr Val 


Leu 


Cys 


Trp 


Ala 


Pro 


Phe 


Tyr 


Gly 


Phe 


Thr 


3 31 




290 










9 Q R 
Z y J 










7 n n 










333 


He 


Val 


Arg 


Asp 


Phe 


Phe 


Pro 


Thr 


Val 


Phe 


Val 


Lys 


Glu 


Lys 


His 


Tyr 


334 


305 










310 










315 










320 


336 


Leu 


Thr 


Ala 


Phe 


Tyr 


He 


Val 


Glu 


Cys 


He 


Ala 


Met 


Ser 


Asn 


Ser 


Met 


337 










325 










330 










335 




339 


He 


Asn 


Thr 


Leu 


Cys 


Phe 


Val 


Thr 


Val 


Lys 


Asn 


Asp 


Thr 


Val 


Lys 


Tyr 


340 








340 










345 










350 






342 


Phe 


Lys 


Lys 


He 


Met 


Leu 


Leu 


His 


Trp 


Lys 


Ala 


Ser 


Tyr 


Asn 


Gly 


Gly 


343 






355 










360 










365 








345 


Lys 


Ser 


Ser 


Ala 


Asp 


Leu 


Asp 


Leu 


Lys 


Thr 


He 


Gly 


Met 


Pro 


Ala 


Thr 


346 




370 










375 










380 










348 


Glu 


Glu 


Val 


Asp 


Cys 


He 


Arg 


Leu 


Lys 

















349 385 390 

352 <210> SEQ ID NO: 5 

353 <211> LENGTH: 1116 

354 <212> TYPE: DNA 

3 55 <213> ORGANISM: Homo sapiens 

357 <400> SEQUENCE: 5 

358 atgccagcca acttcacaga gggcagcttc gattccagtg ggaccgggca gacgctggat 60 

359 tcttccccag tggcttgcac tgaaacagtg acttttactg aagtggtgga aggaaaggaa 120 

360 tggggttcct tctactactc ctttaagact gagcaattga taactctgtg ggtcctcttt 180 
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VERIFICATION SUMMARY DATE: 04/08/2002 

PATENT APPLICATION: US/10/088 , 726 TIME: 13:34:14 

Input Set : A:\EP.txt 

Output Set: N:\CRF3\04082002\J088726.raw 

L:10 M:270 C: Current Application Number differs, Replaced Application Number 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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